Proposed Collaborative Stage Defaults
For DCO and CFO builds
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Ampulla 241 888 |888 |888 |888 |888 |888
AntEpiglottis 101
AntTongue 020-023, 028-029
Anus 210-212, 218 888|888 |888 |888 |888 |888
BaseTongue 019, 024
Bladder 670-679 888|888 |888 |888 |888 |888
Bone 400-403, 408-409, 410-414, 418-419 888 |888 |888 |888 |888 |888
Brain *(see footnote) 700, 710-719 88 888|888 |888 |888 |888
Breast 500-506, 508-509 099 |888 |888 |888
BuccalMucosa 060-061
Cervix *(see footnote) |[530-531, 538-539 888 |888 |888 |888 |888 |888
Colon 180-189 888|888 |888 |888 |888
Conjunctiva 690 888 |888 |888 |888 |888 |888
Corpus 540-543, 548-549, 559 888 |888 |888 |888 |888 |888
Esophagus 150-155, 158-159 888 |888 |888 |888 |888 |888
EthmoidSinus 311
ExtraHepaticDucts 240 888|888 |888 |888 | 888 |888
FallopianTube 570 888|888 |888 |888 |888 |888
FOM 040-041, 048-049
Gallbladder 239 888|888 |888 |888 |888 |888
GlotticLarynx 320
GumLower 031, 062
GumUpper 30
HardPalate 50
HeartMediastinum 380-383, 388 888 |888 |888 |888 |888 |888
HemeRetic 0 888 88 88 888 |888 |888 |888 |888 |888
Hypopharynx 129, 130-132, 138-139
Kidney 649 888|888 |888 |888 |888 |888

The default value is nine filled unless there is a value in the appropriate cell of this table.
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KS 0 888 88 888|888 |888 |888 |888
LacrimalGland 695 888|888 |888 |888 |888 |888
LipLower 001, 004, 006
LipUpper 000, 003
Liver 220-221 888|888 |888 |888
Lung 340-343, 348-349 888 |888 |888 |888 |888 |888
Lymphoma 0 888 88 88 888|888 |888
MaxillarySinus 310
Melanoma 440-449, 510-512, 518-519, 600-602, 608-609, 632 888|888
MelanomaChoroid 693 888|888 |888 |888 |888
MelanomaConjunctiva 690 888|888 |888 |888 |888
MelanomalrisCiliary 694 888|888 |888 |888 |888
MelanomaOthEye 691, 692, 695, 698-699 888 |888 |888 |888 |888 |888
MF 440-449, 510-512, 518-519, 600-602, 608-609, 632 888 |888 |888 |888 |888
MiddleEar 301
NasalCavity 300
Nasopharynx 110-113,118-119
Orbit 696 888|888 |888 |888 |888 |888
Oropharynx 090-091, 098-099, 100, 102-104, 108-109
OthAdnexa 571-574 888 |888 |888 |888 |888 |888
OthBiliary 248-249 888 |888 |888 |888 |888 |888
OthCNS *(see footnote) |701, 709, 720-725, 728-729 88 888|888 |888 |888 |888
OthDigestive 260, 268-269 888 |888 |888 |888 |888 |888
OthEndocrine *(see footr|379, 740-741, 749, 750-755, 758-759 888 |888 |888 |888 |888
OthEye 691-694, 698-699 888 |888 |888 |888 |888 |888
OthFemaleGen 577-579 888|888 |888 |888 |888 |888
OthGum 39
OthlliDef 420-424, 760-765, 767-768, 770-775, 778-779, 809 88 88 88 888 |888 |888 |888 |888 |888

The default value is nine filled unless there is a value in the appropriate cell of this table.
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OthLarynx 323, 328-329
OthLip 002, 005, 008-009
OthMaleGen 630-631, 637-639 888|888 |888 1888 |888 |888
OthMouth 058-059, 068-069
OthPancreas 253-254, 257-259 888|888 |888 1888 |888 |888
OthPharynx 140, 142, 148
OthRespiratory 390, 398-399 888|888 |888 1888 |888 |888
OthSalivary 081, 088-089
OthSinus 312-313, 318-319
OthUrinary 681, 688-689 888|888 |888 1888 |888 |888
Ovary 569 888|888 |888 1888 |888
PancreasBodyTalil 251-252 888|888 |888 1888 |888 |888
PancreasHead 250 888|888 |888 1888 |888 |888
ParotidGland 79
Penis 600-602, 608-609 888|888 |888 1888 |888 |888
Peritoneum 480-482, 488 888|888 |888 1888 |888 |888
Placenta 589 88 888|888 |888 1888 |888
Pleura 384 888|888 |888 1888 |888
Prostate 619 096 |550
Rectum 199, 209 888|888 |888 1888 |888
RenalPelvis 659, 669 888|888 |888 1888 |888 |888
Retinoblastoma 690-696, 698-699 096 |888 |888 1888 1888 |888
Scrotum 632 888|888 |888 1888 |888 |888
Skin 440, 442-449 888|888 |888 1888 1888 |888
SkinEyelid 441 888|888 |888 1888 |888 |888
Smallintestine 170-173, 178-179 888|888 |888 1888 1888 |888
SoftPalate 051-052
SoftTissue 470-476, 478-479, 490-496, 498-499 888|888 |888 1888 |888 |888

The default value is nine filled unless there is a value in the appropriate cell of this table.
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Stomach 160-166, 168-169 888 |888 |888 |888 |888 |888
SubLarynx 322
SubmandibularGland 80
Supralarynx 321

Testis 620-621, 629 888

Thyroid 739 888 |888 |888 |888 |888

Trachea 339 888 |888 |888 |888 |888 |888

Urethra 680 888 |888 |888 |888 |888 |888

Vagina 529 888 |888 |888 |888 |888 |888

Vulva 510-512, 518-519 888|888 |888 |888 |888 |888

Footnotes:

If COD = D060-D069 an yrdx >= 2004 CS Extension gets set to 00

If Primary site = C700=C729 or C751-C753 and Behavior = 0 or 1 and yrdx >= 2004 CS Extension gets set to 05

The default value is nine filled unless there is a value in the appropriate cell of this table.




